YEAlR

2025. 12. 15.(&) 06:00 (MY A7) HHE 2025. 12. 12.(&)

BEAH

o}

E O
==

9]

Tor

BR
=

B

TR

N

817] 9la) mheE e,

&

ﬁo
o

FAole 27k ool N £, o

.

%

=%

SkA 7}

5]

T
T

A -3t

—_
10
!

fvze)

kK

Ile}
4
~

o
T

I 7= 7)) ZA

1] $1s

A

—_
110

51 3},

AlHo]E(raw data) 51GB) ‘23~'254, Y& 8 2071 AA9 Fasldxzi/F

=
=

=N

<
4 7Y

*

50057

ok
2]

, oy, obdb s, e AT EZ o},

G RELRENCPS

e
=



e
=

(Machine Learning)

=1 A<
st

71 A

(AD 9]

Ao R Q1FA T

ol =

o
o

ol o],

=
=

7N

RETA
[e)

Al 2~ ¥l (water.nier.go.kr)ol|

i
K

Hn
B
i

Mo

O

e

o
ar

d 1 AlE (National center for biotechnology information): =

514

P E By ART

=
=

uOYEey] 4E P

fite)

= | o
o o]
N~ N~
R
Al Al
o (@)
A
[ep) (ep)
o) Lo
() ()
w | &
K | ®
ol o)
K0 | wI
oo
| T
£ | &
ol | wo
® | ud
ol m
ol o
2 w0
o
w
il
fir 40
ar
T
I+
10

ud

ar
®
o0
°
%
3
]
K
K
Ho
Ho
[
I
MQ

0

SPEN

v
xl:tq!zl o &


http://www.korea.kr

=X QY MEY MUXE

O = 428 F2 293 A2 AF

[Microcystis H 29 [fHY 7t FAIE M) [HSZdT4H /3 2xE)

OTU beads along river - Month 3

Manage Data > BioProject: PRINA1371683

BioProject accession PRUNA1371683 Amplicon sequencing of freshwater rivi .
0 BioSamples
0 SRAs "

Status Processing
SUB15803192

20251201
Updated 20251201

Title Amplicon sequencing of freshwater river environments ac

This project provides targeted locus amplicon sequences
frome/p><p>environmental DNA sourced from freshwate
basin in</p><p>South Korea, supporting analyses of micr

Environment

Environmental

% LEZ 47 2R KR £50 ENS § 2 NI A7l S 4H BE & HI
- = *
[0 987 walldE2f #3438 BE, 59 T+ SHF (NCBI) A

[Microcystis cpcBA SXXH [Microcystis ITS &%}

Locus Microcystis_seruginosa 001 300 bp  DNA  linear  BCT Loz g%ﬁgga{g‘o‘zg—amg‘”Dsa—Um 400 bp DA linear  BCT
27-HOV-2025 " : : :
T . ‘ . DEFINITION UNVERIFIED: Microcystis aeruginosa isolate 5001,
EEE&Q\SESN ﬁWEF\IFIED- Wicrocystis aeruginoga isolate 5001 ACCESSION W ierooyat o aeius inacs. 001
icrocystis_aeruginosa_001 VERS| O
YERSION
KEYWORDS  LMYERIFIED. ggmggEDS HNVEHIF\tED. ‘
SOURCE Microcwstis aeruginosa lcrocystis aeruginosa

ORGANISM Microcystis aeruginosa
Bacteria; Bacillati; Cyanobacteriota; Cyanophyvceae:
Oscillatoriophycideae; Chroococcales: Microcystaceae: Microcwstis,

ORGANISM  Microcystis aeruginosa
Bacterias Bacillati: Cyvanobacteriota; Cyvanophyceae;
Oscillatoriophycideae: Chroococcales; Microcystaceae: Microcystis,

REFERENCE 1 (bases | to 400)
R ez | o 800, ATHORS  Kin. 1.5, and Lee,H. -,
TITLE  Direct Submission TITLE  Direct Submission
JOURMAL  Submitted (Z7-HOV-2025) Makdong River Enwiranment Pesearch Center, JOURMAL  Submitted (27-MOY-2025) Makdona River Environment Research Center,

National Institute of Environmental Fesearch, 24-11,
Gukgasandan-daera 52-gil, Guji-nyeon, Dalseong-gun, Daesu, 43008,
South Korea

Mational Institute of Environmental Research, 24-11,
Gukgasandan-daera B2-g9il, Guji-nyeon, Dalseong-gun, Daegu, 43008,
South Korea

COMMENT GenBank staff is unable to verify seguence and/or annotation COMMENT GenBank staff is unable to verify sequence and/or annatation
provided by the submitter. provided by the submitter.
Bankit Comment: ALT EMA 1L :nanS880208@naver .com Bankit Comment: ALT EMAIL:man8B0206@naver . com
Bank it Comment: Vecscreen Comment-Submitter savs Yecscreen match is Bankit Comment: TOTAL # OF SE0S:43
due to: These are PCR amplicons and contain primer-derived
sequences at the ends. #¥hssenb|y-Data-STARTHY
Bankit Comment: TOTAL # OF SEQS:91 hssenbly Method 11 DIIMEZ (DADAZ denpise—paired) v. 2024.2
Sequencing Technology :: |llumina
#hssend| y-Dat a-STARTHY Hithssenb | v-Data—ENDHH
hssenb |y Method 2 QI IME2 (DADA2 denoise-palred) v, 2024.2 FEATURES Location/Mualifiers
Sequencing Technology :: Illumina source 1..400
#Hhssenb | y-Dat a-EHNDHH Jorganism="Microcystis aeruginosa”
FEATURES Locat ion/Qualifiers Jmol_type="genomic DNA"
source 1,.300 Jisolate="3001"
/’urgamsm— Microcystis aeruginosa” Jisolation_source="river water”
/mol_type="genonic DHA" Jdb_wref="taxon:1126"
Jisolate="5001" Jcountry=""8South Korea: Nakdong River, Dalseong weir
fisolation_source="river water” area’”
Adb_xref="taxon:1126" Jeollect ion_date="2025-03-10"
Joountry=""3outh Korea: Nakdong River, Chilaok weir area’” /note="IT5 region PCR anplicon: [uncultured (with
/rol lect ion_date="2025-06-09" species-specific primers)]”
/note="cpcBA interaenic spacer amplicon: [uncultured (with BASE COUNT 138 a 62 ¢ 106 g T3t
species-specific primers)]” ORIGIN
BASE COLNT T a 69 ¢ ™ g Tt 1 aagogagacc taattcgdggt aggagacgaa amasaagtag tooctaccaa gaatcaatoc
ORIGIN 61 caaaaggtcg gadcgagacy aaattagctt tcaaactasg ttctggattc acacaagace
1 cttaagasac gaccttoaga atcagcgact gctacasctt cagtaaggag gattttcatt 121 tgaatcasga acaagggcta ttagctcagg tgattagasc scacccctga taagggtgag
Bl gtttggtatc tccraataat cttgcaataa gtttcctacy stttaattgs gactagccce 181 gtcectggtt cgagtccagg atggcccace tgcacagdtg goaaaaacaa agasazazag
121 agagactaga cgacagcasc 9Icgscscod togaagtage tggcaatttc agacattaaa 241 gaatcagcac cttatcttac ttatatagta agagagastg ctggctctga gttcagagtc
181 gractgcaat coccaggast gataccsttg cgatcgttag caatggataas agrggcttct 301 cagaggaacc ttgaaaactg catagagcta gotgasassg ccasasasaga agaccgtcag
241 ttocattttgc ttacgocasc agotacodaa gctoctagta ctoctasasc tacatagstt 351 gtcaagctaa taagsgctaa cogtggatac ctaggcacac

* O= =g d=39E 2/ E(National center for biotechnology information), ™ AMAE2Z
ZotEl =St HOo|HH0|lA Y, XS0 RN BEE =%, &5, st A
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